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^ <212> DNA 

ffh <213> Homo Sapiens 

<400> 1 

~-3 ctttttggga tcactgctgg ggccaccggg gccaagctag gctcggatga gaaggagttg 60 

fy atcctgctgt tctggaaagt cgtggatctg gccaacaaga aggtgggaca gttgcacgaa , 12 0 

g gtgctagtta gaccggatca gttggaactg acggaggact gcaaagaaga aactaaaata 180 

~ gacgtcgaaa gcctgtcctc ggcgtcgcag ctggaccaag ccctccgaca gtttaaccag 240 

tcagtgagca atgaactgaa tattggagta gggacttcct tctgtctctg tactgatggg 3 00 

^ cagcttcatg tcaggcaaat cctgcatcct gaggcttcca agaagaatgt actattacct 360 

O gaatgcttct attccttttt tgatcttcga aaagaattca agaaatgttg ccctggttca 420 

fjl cctgatattg acaaactgga cgttgccaca atgacagagt atttaaattt tgagaagagt 480 

^ agttcagtct ctcgatatgg agcctctcaa gttgaagata tggggaatat aattttagca 540 

^ atgatttcag agccttataa tcacaggttt tcagatccag agagagtgaa ttacaagttt 600 

4^ gaaagtggaa cttgcagcaa gatggaactt attgatgata acaccgtagt cagggcacga 660 

3 ggtttaccat ggcagtcttc agatcaagat attgcaagat tcttcaaagg actcaatatt 720 

yi gccaagggag gtgcagcact ttgtctgaat gctcagggtc gaaggaacgg agaagctctg 780 

gttaggtttg taagtgagga gcaccgagac ctagcactac agaggcacaa acatcacatg 84 0 

gggacccggt atattgaggt ttacaaagca acaggtgaag atttccttaa aattgctggt 900 

ggtacttcca atgaggtagc ccagtttctc tccaaggaaa atcaagtcat tgttcgcatg 960 

cgggggctcc ctttcacggc cacagctgaa gaagtggtgg ccttctttgg acagcattgc 1020 

cctattactg ggggaaagga aggcatcctc tttgtcacct acccagatgg taggccaaca 1080 

ggggacgctt ttgtcctctt tgcctgtgag gaatatgcac agaatgcgtt gaggaagcat 1140 

aaagacttgt tgggtaaaag atacattgaa ctcttcagga gcacagcagc tgaagttcag 1200 

caggtgctga atcgattctc ctcggcccct ctcattccac ttccaacccc tcccattatt 1260 

ccagtactac ctcagcaatt tgtgccccct acaaatgtta gagactgtat acgccttcga 1320 

ggtcttccct atgcagccac aattgaggac atcctggatt tcctggggga gttcgccaca 1380 

gatattcgta ctcatggggt tcacatggtt ttgaatcacc agggccgccc atcaggagat 1440 

gcctttatcc agatgaagtc tgcggacaga gcatttatgg ctgcacagaa gtgtcataaa 1500 

aaaaacatga aggacagata tgttgaagtc tttcagtgtt cagctgagga gatgaacttt 1560 

gtgttaatgg ggggcacttt aaatcgaaat ggcttatccc caccgccatg cctgtctcct 1620 

ccctcctaca catttccagc tcctgctgca gttattccta cagaagctgc catttaccag 1680 

ccctctgtga ttttgaatcc acgagcactg cagccctcca cagcgtacta cccagcaggc 1740 

actcagctct tcatgaacta cacagcgtac tatcccagcc ccccaggttc gcctaatagt 1800 

cttggctact tccctacagc tgctaatctt agcggtgtcc ctccacagcc tggcacggtg 1860 

gtcagaatgc agggcctggc ctacaatact ggagttaagg aaattcttaa cttcttccaa 1920 

ggttaccagt atgcaaccga ggatggactt atacacacaa atgaccaggc caggactcta 1980 



1 



4 



cccaaagaat gggtttgtat ttaagggccc cagcagttag aacatcctca gaaaagaagt 2040 

gtttgaaaga tgtatggtga tcttgaaacc tccagacaca agaaaacttc tagcaaattc 2100 

aggggaagtt tgtctacact caggctgcag tattttcagc aaacttgatt ggacaaacgg 2160 

gcctgtgcct tatcttttgg tggagtgaaa aaatttgagc tagtgaagcc aaatcgtaac 2220 

ttacagcaag cagcatgcag catacctggc tctttgctga ttgcaaatag gcatttaaaa 2280 

tgtgaatttg gaatcagatg tctccattac ttccagttaa agtggcatca taggtgtttc 2340 

ctaagtttta agtcttggat aaaaactcca ccagtgtcta ccatctccac catgaactct 2400 

gttaaggaag cttcattttt gtatattccc gctcttttct cttcatttcc ctgtcttctg 2460 

cataatcatg ccttcttgct aagtaattca agcataagat cttggaataa taaaatcaca 2520 

atcttaggag aaagaataaa attgttattt tcccagtctc ttggccatga tgatatctta 2580 

tgattaaaaa caaattaaat tttaaaacac ctgaagataa attagaagaa attgtgcacc 2640 

ctccacaaaa catacaaagt ttaaaagttt ggatcttttt ctcagcaggt atcagttgta 2700 

aataatgaat taggggccaa aatgcaaaac gaaaaatgaa gcagctacat gtagttagta 2760 

atttctagtt tgaactgtaa ttgaatattg tggcttcata tgtattattt tatattgtac 2820 

ttttttcatt attgatggtt tggactttaa taagagaaat tccatagttt ttaatatccc 2880 

agaagtgaga caatttgaac agtgtattct agaaaacaat acactaactg aacagaagtg 2940 

aatgcttata tatattatga tagccttaaa cctttttcct ctaatgcctt aactgtcaaa 3000 

taattataac cttttaaagc ataggactat agtcagcatg ctagactgag aggtaaacac 3060 

tgatgcaatt agaacaggta ctgatgctgt cagtgtttaa cactatgttt agctgtgttt 3120 

atgctataaa agtgcaatat tagacactag ctagtactgc tgcctcatgt aactccaaag 3180 

aaaacaggat ttcattaagt gcattgaatg tggatatttc tctaagttac tcatattgtc 3240 

ctttgcttga atgcaatgcc gtgcagattt atgaggctgc tatttttatt ttctgtgcat 3300 

tactttaaca ccttaaaggg agaagcaaac atttccttct tcagctgact ggcaatggcc 3360 

ctttaactgc aataggaaga aaaaaaaaaa ggtttgtgtg aaaattggtg ataactggca 3420 

cttaagatcg aaaagaaatt tctgtatact tgatgcctta agatgcccaa agctgcccaa 3480 

agctctgaaa gactttaaga taggcagtaa tgcttactac aatactactg agtttttgta 3540 

«=l gagttaacat ttgataataa aacttgcctg tttaatctca aaaaa 3585 

}^ <210> 2 

r1 <211> 517 

'"'^'^ <212> PRT 

\y <213> Homo Sapiens 

□ 

m <4 00> 2 

Met Thr Glu Tyr Leu Asn Phe Glu Lys Ser Ser Ser Val Ser Arg Tyr 
L. 1 5 10 15 

□ Gly Ala Ser Gin Val Glu Asp Met Gly Asn He He Leu Ala Met He 

gi 20 25 30 

Hi Ser Glu Pro Tyr Asn His Arg Phe Ser Asp Pro Glu Arg Val Asn Tyr 

P 35 40 45 

^ Lys Phe Glu Ser Gly Thr Cys Ser Lys Met Glu Leu He Asp Asp Asn 

U SO 55 60 

M" Thr Val Val Arg Ala Arg Gly Leu Pro Trp Gin Ser Ser Asp Gin Asp 

65 70 75 80 

He Ala Arg Phe Phe Lys Gly Leu Asn He Ala Lys Gly Gly Ala Ala 

85 90 95 

Leu Cys Leu Asn Ala Gin Gly Arg Arg Asn Gly Glu Ala Leu Val Arg 

100 105 110 

Phe Val Ser Glu Glu His Arg Asp Leu Ala Leu Gin Arg His Lys His 

115 120 125 

His Met Gly Thr Arg Tyr He Glu Val Tyr Lys Ala Thr Gly Glu Asp 

130 135 140 

■Phe Leu Lys He Ala Gly Gly Thr Ser Asn Glu Val Ala Gin Phe Leu 
145 150 155 160 

Ser Lys Glu Asn Gin Val He Val Arg Met Arg Gly Leu Pro Phe Thr 

165 170 175 

Ala Thr Ala Glu Glu Val Val Ala Phe Phe Gly Gin His Cys Pro He 

180 185 190 

Thr Gly Gly Lys Glu Gly He Leu Phe Val Thr Tyr Pro Asp Gly Arg 

195 200 205 

Pro Thr Gly Asp Ala Phe Val Leu Phe Ala Cys Glu Glu Tyr Ala Gin 

210 215 220 

Asn Ala Leu Arg Lys His Lys Asp Leu Leu Gly Lys Arg Tyr He Glu 
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225 



230 



235 



240 



Leut Phe Arg Ser Thr 


Ala 


Ala 


Glu 


Val 


Gin Gin 


Val 


Leu 


Asn Arg 


Phe 








245 










250 








255 




Ser Ser 


Ala 


Pro 


Leu 


He 


Pro 


Leu 


Pro 


Thr Pro 


Pro 


He 


He 


Pro 


Val 






260 










265 








270 






Leu Pro 


Gin 


Gin 


Phe 


Val 


Pro 


Pro 


Thr 


Asn Val 


Arg 


Asp 


Cys 


He 


Arg 




275 










280 








285 








Leu Arg Gly Leu 


Pro 


Tyr 


Ala 


Ala 


Thr 


He Glu 


Asp 


He 


Leu 


Asp 


Phe 


290 










295 








300 










Leu Gly Glu 


Phe 


Ala 


Thr 


Asp 


He 


Arg 


Thr His 


Gly Val 


His 


Met 


Val 


305 








310 








315 










320 


Leu Asn 


His 


Gin 


Gly 


Arg 


Pro 


Ser Gly 


Asp Ala 


Phe 


He 


Gin 


Met 


Lys 








325 










330 








335 




Ser Ala 


Asp 


Arg 


Ala 


Phe 


Met 


Ala 


Ala 


Gin Lys 


Cys 


His 


Lys 


Lys 


Asn 






340 










345 








350 






Met Lys 


Asp Arg 


Tyr 


Val 


Glu 


Val 


Phe 


Gin Cys 


Ser 


Ala 


Glu 


Glu 


Met 




355 










360 








365 








Asn Phe 


Val 


Leu 


Met 


Gly 


Gly Thr Leu 


Asn Arg Asn Gly 


Leu 


Ser 


Pro 


370 










375 








380 










Pro Pro 


Cys 


Leu 


Ser 


Pro 


Pro 


Ser 


Tyr 


Thr Phe 


Pro 


Ala 


Pro 


Ala 


Ala 


385 








390 








395 










400 


Val He 


Pro 


Thr 


Glu 


Ala 


Ala 


He 


Tyr 


Gin Pro 


Ser 


Val 


He 


Leu 


Asn 








405 










410 








415 




Pro Arg 


Ala 


Leu 


Gin 


Pro 


Ser 


Thr 


Ala 


Tyr Tyr 


Pro 


Ala 


Gly Thr Gin 






420 










425 








430 






Leu Phe 


Met 


Asn 


Tyr 


Thr 


Ala 


Tyr 


Tyr 


Pro Ser 


Pro 


Pro 


Gly 


Ser 


Pro 




435 










440 








445 








Asn Ser 


Leu 


Gly Tyr 


Phe 


Pro 


Thr 


Ala 


Ala Asn 


Leu 


Ser 


Gly Val 


Pro 


450 










455 








460 










Pro Gin 


Pro Gly Thr 


Val 


Val 


Arg Met 


Gin Gly Leu Ala 


Tyr Asn 


Thr 


465 








470 








475 










480 


Gly Val 


Lys 


Glu 


He 


Leu 


Asn 


Phe 


Phe 


Gin Gly Tyr 


Gin 


Tyr Ala Thr 








485 










490 








495 




Glu Asp Gly Leu 


He 


His 


Thr Asn Asp 


Gin Ala Arg 


Thr 


Leu 


Pro Lys 






500 










505 








510 






Glu Trp Val 


Cys 


He 























<210> 3 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 3 

ttttgatcaa gctt 

<210> 4 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Adaptor 
<400> 4 

ctaatacgac tcactatagg gctcgagcgg ccgcccgggc ag 



515 



<210> 5 
<211> 12 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Adaptor 

<400> 5 
ggcccgtcct ag 

<210> 6 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Adaptor 
<400> 6 

gtaatacgac tcactatagg gcagcgtggt cgcggccgag 

<210> 7 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Adaptor 

<400> 7 
cggctcctag 

<210> 8 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 8 

Gtaatacgac tcactatagg gc 

<210> 9 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 9 

tcgagcggcc gcccgggcag ga 

<210> 10 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 
, <223> Primer 

<400> 10 

agcgtggtcg cggccgagga 



4 



ip 



s 

□ 




<210> 11 
<211> 25 
<212> DNA 

<213> Homo Sapiens 
<400> 11 

atatcgccgc gctcgtcgtc gacaa 

<210> 12 
<211> 26 
<212> DNA 

<213> Homo Sapiens 
<400> 12 

agccacacgc agctcattgt agaagg 

<210> 13 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 13 

tcttgaaacc tccagacaca agaa 



'^2 <210> 14 

■ <211> 24 
<212> DNA 
P.H <213> Artificial Sequence 

□ <220> 

yi <223> Primer 



<400> 14 

ggagatggta gacactggtg gagt 

<210> 15 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 15 

tcttgaaacc tccagacaca agaa 

<210> 16 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 16 

aagttacgat ttggcttcac tgg 

<210> 17 
<211> 9 
<212> PRT 



5 



<213> Homo Sapiens 



<400> 17 

Phe Leu Gly Glu Phe Ala Thr Asp lie 
1 5 

<210> 18 
<211> 9 
<212> PRT 

<213> Homo Sapiens 
<400> 18 

Val Leu Phe Ala Cys Glu Glu Tyr Ala 
1 5 

<210> 19 
<211> 9 
<212> PRT 

<213> Homo Sapiens 
<400> 19 

Leu Leu Gly Lys Arg Tyr lie Glu Leu 
1 5 

<210> 20 
<211> 9 
<212> PRT 

<213> Homo Sapiens 
<400> 20 

Gin Gin Phe Val Pro Pro Thr Asn Val 
1 5 

<210> 21 
<211> 9 
<212> PRT 

<213> Homo Sapiens 
<400> 21 

Cys Ser Ala Glu Glu Met Asn Phe Val 
1 5 

<210> 22 
<211> 9 
<212> PRT 

<213> Homo Sapiens 
<400> 22 

Phe Leu Ser Lys Glu Asn Gin Val lie 
1 5 

<210> 23 
<211> 9 
<212> PRT 

<213> Homo Sapiens 
<400> 23 

Ser Leu Gly Tyr Phe Pro Thr Ala Ala 
1 5 

<210> 24 
<211> 9 
<212> PRT 



